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Schematic of TREM2 Protein

Variants not shown

Variants are named according to amino acid positions
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c.40+3delAGG Intron 1 FTD

c.482+1G>A Intron 3 FTD
c.482+2T>C Intron 3 NHD/FTD

c.392-352T>C Intron 2 AD
c.391+1G>A Intron 2 FTD

c.-2986T>C Upstream AD
c.-5030G>C Upstream AD

rs9357347 Intergenic - TREM locus AD

W191Ter Exon 4 of transcript variant 2 AD
S183C Exon 4 of transcript variant 2 AD
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c.*73G>A 3’ UTR AD/FTD

A

R

D

D

W200C Exon 4 of transcript variant 2 AD

L205P Exon 4 of transcript variant 2 AD
E202D Exon 4 of transcript variant 2 AD

G219C Exon 4 of transcript variant 2 AD
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